
GO:0006091
generation of precur...

0.714971
310 / 1025

GO:0006139
nucleobase−containin...

0.999338
4215 / 10767

GO:0006351
transcription, DNA−t...

0.009974
2119 / 5237

GO:0006355
regulation of transc...

5.90e−06
1633 / 3993

GO:0006508
proteolysis
0.218128

730 / 1810

GO:0006511
ubiquitin−dependent ...

8.21e−05
413 / 981

GO:0006725
cellular aromatic co...

0.999393
4560 / 11720

GO:0006766
vitamin metabolic pr...

0.029176
110 / 341

GO:0006775
fat−soluble vitamin ...

0.282376
27 / 83

GO:0006807
nitrogen compound me...

0.999679
7201 / 18886

GO:0006950
response to stress

0.959763
3378 / 9060

GO:0006970
response to osmotic ...

0.117095
507 / 1292

GO:0008150
biological_process

1.000000
14230 / 38200

GO:0008152
metabolic process

0.540624
9832 / 26412

GO:0008219
cell death
0.990306
368 / 908

GO:0009056
catabolic process

0.354366
1755 / 4590

GO:0009057
macromolecule catabo...

0.167717
967 / 2385

GO:0009058
biosynthetic process

0.710804
4690 / 12404

GO:0009059
macromolecule biosyn...

0.970787
2912 / 7508

GO:0009110
vitamin biosynthetic...

0.031825
110 / 340

GO:0009628
response to abiotic ...

0.703003
1826 / 4795

GO:0009651
response to salt str...

0.060136
448 / 1140

GO:0009698
phenylpropanoid meta...

0.045659
113 / 269

GO:0009699
phenylpropanoid bios...

0.224857
82 / 197

GO:0009765
photosynthesis, ligh...

0.032248
52 / 163

GO:0009768
photosynthesis, ligh...

1.11e−07
15 / 54

GO:0009808
lignin metabolic pro...

1.000000
55 / 118

GO:0009809
lignin biosynthetic ...

1.17e−05
48 / 106

GO:0009889
regulation of biosyn...

0.539021
1828 / 4511

GO:0009987
cellular process

1.000000
11506 / 30977

GO:0010033
response to organic ...

0.094190
1845 / 4688

GO:0010189
vitamin E biosynthet...

9.08e−06
26 / 82

GO:0010200
response to chitin

2.46e−07
98 / 269

GO:0010243
response to organoni...

0.863391
201 / 518

GO:0010467
gene expression

0.109217
3563 / 9009

GO:0010468
regulation of gene e...

0.044368
2178 / 5314

GO:0010498
proteasomal protein ...

0.379146
289 / 698

GO:0010556
regulation of macrom...

0.706653
1781 / 4377

GO:0010623
programmed cell deat...

3.27e−08
27 / 40

GO:0012501
programmed cell deat...

0.993429
305 / 742

GO:0015979
photosynthesis

0.250165
217 / 790

GO:0016070
RNA metabolic proces...

0.999341
3343 / 8455

GO:0016999
antibiotic metabolic...

0.053863
262 / 742

GO:0017001
antibiotic catabolic...

0.274345
157 / 457

GO:0017144
drug metabolic proce...

0.403825
913 / 2550

GO:0018130
heterocycle biosynth...

0.783183
2757 / 7030

GO:0019219
regulation of nucleo...

0.406426
1790 / 4360

GO:0019222
regulation of metabo...

0.164067
2458 / 6063

GO:0019438
aromatic compound bi...

0.801517
2764 / 7025

GO:0019538
protein metabolic pr...

0.395546
2782 / 7342

GO:0019684
photosynthesis, ligh...

0.260051
100 / 358

GO:0019725
cellular homeostasis

0.188073
276 / 687

GO:0019748
secondary metabolic ...

0.023632
227 / 595

GO:0019941
modification−depende...

0.524815
414 / 990

GO:0030154
cell differentiation

0.094066
658 / 1547

GO:0030163
protein catabolic pr...

0.031326
637 / 1580

GO:0031323
regulation of cellul...

0.669650
2116 / 5227

GO:0031326
regulation of cellul...

0.586591
1823 / 4495

GO:0032502
developmental proces...

0.953256
2504 / 6478

GO:0032774
RNA biosynthetic pro...

0.297582
2123 / 5248

GO:0033554
cellular response to...

0.981069
951 / 2463

GO:0034641
cellular nitrogen co...

0.999271
4755 / 12446

GO:0034645
cellular macromolecu...

0.975045
2862 / 7364

GO:0034654
nucleobase−containin...

0.864242
2516 / 6339

GO:0042221
response to chemical

0.074037
2680 / 6872

GO:0042360
vitamin E metabolic ...

1.000000
26 / 82

GO:0042362
fat−soluble vitamin ...

0.282376
27 / 83

GO:0042493
response to drug

0.035557
707 / 1794

GO:0042592
homeostatic process

0.292656
420 / 1068

GO:0042737
drug catabolic proce...

0.251966
273 / 798

GO:0042743
hydrogen peroxide me...

0.017581
181 / 511

GO:0042744
hydrogen peroxide ca...

1.56e−12
155 / 451

GO:0043161
proteasome−mediated ...

1.80e−06
280 / 679

GO:0043170
macromolecule metabo...

0.998934
6509 / 16963

GO:0043632
modification−depende...

0.376128
422 / 1004

GO:0044237
cellular metabolic p...

0.998614
8739 / 23386

GO:0044238
primary metabolic pr...

0.995861
8472 / 22509

GO:0044248
cellular catabolic p...

0.508754
1493 / 3880

GO:0044249
cellular biosyntheti...

0.865557
4427 / 11690

GO:0044257
cellular protein cat...

0.997197
531 / 1287

GO:0044260
cellular macromolecu...

0.966715
5044 / 13048

GO:0044265
cellular macromolecu...

0.985605
646 / 1570

GO:0044267
cellular protein met...

0.395718
2460 / 6500

GO:0044271
cellular nitrogen co...

0.714080
3113 / 8099

GO:0044281
small molecule metab...

0.429440
2046 / 5599

GO:0044283
small molecule biosy...

4.19e−05
943 / 2635

GO:0044550
secondary metabolite...

0.010440
153 / 382

GO:0045454
cell redox homeostas...

6.01e−07
148 / 354

GO:0046483
heterocycle metaboli...

0.999412
4500 / 11600

GO:0048468
cell development

0.234790
292 / 696

GO:0048856
anatomical structure...

0.950936
2370 / 6183

GO:0048869
cellular development...

0.918089
823 / 2068

GO:0050789
regulation of biolog...

0.769058
4693 / 11972

GO:0050794
regulation of cellul...

0.836918
4127 / 10478

GO:0050896
response to stimulus

0.960420
5440 / 14484

GO:0051171
regulation of nitrog...

0.429156
1998 / 4914

GO:0051186
cofactor metabolic p...

0.000194
717 / 1985

GO:0051187
cofactor catabolic p...

0.108028
182 / 545

GO:0051252
regulation of RNA me...

0.618936
1773 / 4318

GO:0051603
proteolysis involved...

0.000410
512 / 1208

GO:0051716
cellular response to...

0.978900
2689 / 6997

GO:0060255
regulation of macrom...

0.168304
2274 / 5583

GO:0065007
biological regulatio...

0.745406
5092 / 13125

GO:0065008
regulation of biolog...

0.632331
919 / 2477

GO:0071214
cellular response to...

0.960811
214 / 519

GO:0071470
cellular response to...

0.577581
90 / 186

GO:0071472
cellular response to...

1.47e−07
75 / 135

GO:0071704
organic substance me...

0.997517
9179 / 24492

GO:0072593
reactive oxygen spec...

0.790161
251 / 716

GO:0080090
regulation of primar...

0.414056
2022 / 4993

GO:0090304
nucleic acid metabol...

0.999537
3644 / 9239

GO:0097659
nucleic acid−templat...

1.000000
2120 / 5239

GO:0104004
cellular response to...

0.960811
214 / 519

GO:1901360
organic cyclic compo...

0.999373
4680 / 12090

GO:1901362
organic cyclic compo...

0.675388
2897 / 7416

GO:1901564
organonitrogen compo...

0.297945
3960 / 10547

GO:1901565
organonitrogen compo...

0.247878
834 / 2140

GO:1901575
organic substance ca...

0.209761
1503 / 3860

GO:1901576
organic substance bi...

0.804297
4560 / 12040

GO:1901615
organic hydroxy comp...

0.063260
280 / 762

GO:1901617
organic hydroxy comp...

0.153195
190 / 526

GO:1901698
response to nitrogen...

0.785211
254 / 624

GO:1901700
response to oxygen−c...

0.019062
1690 / 4301

GO:1903506
regulation of nuclei...

1.000000
1634 / 3995

GO:2000112
regulation of cellul...

0.698477
1778 / 4369

GO:2001141
regulation of RNA bi...

0.775927
1636 / 4001


